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§ define & link 
transformants 
with controls

§ track 
transformation 
progress

§ print QR codes
§ automatic 

creation of 
transgenic lines in 
the database

§ upload of historic 
transformation 
data

Transformation Tool



§ number of 
insertions per 
line shown on 
vector page

Insertion number



§ single/multi gene 
search

§ correlated genes

§ expression cube
§ heatmap

cassea.sgn.cornell.edu

§ cass
§ sugarrush!

Expression Viewer



§ different 
habitus in 
greenhouse & 
field

§ contains all 
common 
tissues

§ use case: 
Expression 
Viewer & 
phenotyping 
helper 
sheet/SOPs

Idealized Cassava Plant

Field Greenhouse
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§ transformation tool -> automatic naming of tracked lines & historic data upload

§ insertion number
§ tracking of phenotypes digitally (test-run lab, next field)

§ expression viewer: first transcriptome datasets available, proteome & metabolome will follow

Summary



Upcoming Features



§Need a better tool to visualize (and edit?) vector 
constructs

§ BTI Summer Internship Program
§Milo Burke, Ithaca HS student
§D3-based viewer

Vector Viewer



Vector Viewer



Vector Viewer



Before
§ Fieldbook file export: By filename
§ Fieldbook: By BrAPI

Now
§ Fieldbook: By embedded EXIF data
§ By QRCode in the picture

Linking Images to Observation Units



§ qPCR results
§ Field management events
§ Treatment factors (subplot based)
§High dimensionality Phenotypes
§ Automated Image Analysis

Other Ongoing Work
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